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Standardization of the data analysis strategy obtained in the centers was subsequently evaluated using a

|NTRODUCT|ON RESU LTS virtual quality control(CQA) by sharing MRD FCS data files. About 90% of the locally analyzed data were
Included In an interval centralized on the average of the series mean +/- 2 SD.
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Fig 1C: Correlation between CAD MRD flow and conventionnal MIRD flow on 60 AML patients in MRD1
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AML clinical trials. Choosing a multicentric approach could be challenging, but our first results are
promising and showed the feasibility of this concept when: (i) a straight harmonisation of the
Instruments sensitivity and samples preparation are established, and (ii) training and systematic

education among the analytical operators are reqgularly performed. Finally, our pilot study shows a
very strong correlation between conventional method and unsupervised analyses using data R EFERENCES

generated by the multicentric network. | ALFA clinicians and coordinators K Celli-Lebras,
Heuser et al, Blood doi:10.1182/blood.2021013626
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